Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.039; wR factor = 0.116; data-to-parameter ratio = 19.4.
In the title compound, C 12 H 14 N 2 S, the dihedral angle between the 1,3,5-trimethylbenzene and 1,3-thiazol-2-amine groups is 73.15 (4) . In the crystal, inversion dimers linked by pairs of N-HÁ Á ÁN hydrogen bonds generate R 2 2 (8) loops.
Related literature
For background to the biological activities of thiazoles, see: Wilson et al. (2001) . For a related crystal structure, see: Caranoni & Capella (1982) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx þ 1; Ày þ 1; Àz þ 1.
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON. 
Ilyas Tariq Comment
Thiazole and its derivatives exhibit a large number of biological properties, for example antifungal and antibacterial (Wilson et al., 2001) activities. As part of our studies in this area, the title compound (I, Fig. 1 ) has been synthesized and its crystal structure is now reported.
The crystal structures of 1,3-thiazol-2-amine (Caranoni & Capella, 1982) has been published which is related to (I), ( 
Experimental
A mixture of N-mesitylthiourea (1 equiv, 1.00 g, 4.58 mmol), 2-chloro-1,1-dimethoxyethane (1.5 equiv, 1.04 g, 6.8 mmol) and few drops of concentrated HCl were dissolved in water and methanol mixture (1:1) (100 ml). The reaction mixture was refluxed for 6 h. The reaction mixture was diluted with water (100 ml) and basified to pH 8 with aqeous NaOH. The resulting precipitate was filtered, washed with cold water and recrystallized from chloroform and hexane (3:1) solution as yellow prisms.
Refinement
The H-atoms were positioned geometrically (C-H = 0.93-0.96 Å, N-H = 0.86 Å) and refined as riding with U iso (H) = xU eq (C, N), where x = 1.5 for methyl groups and x = 1.2 for other H atoms.
Computing details
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT (Bruker, 2009);  program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON (Spek, 2009 View of the title compound with displacement ellipsoids drawn at the 50% probability level.
Figure 2
The partial packing (PLATON; Spek, 2009) ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

